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The first issue of every volume of the journal is a thematic issue in bioinformatics. We 

however find it difficult to obtain original articles for the issue. This is not surprising given 

the fact that bioinformatics in Sri Lanka is still in its infancy.  

 

The need to develop bioinformatics in the country was discussed at the “Global Forum of Sri 

Lankan Scientists” in December 2011 organised by the National Science Foundation of Sri 

Lanka (see http://www.nsf.ac.lk). It would however depend on the development of high 

throughput genotyping and sequencing facilities in the country. Such facilities are not 

available in the country and the sequencing workload in the country is minute. There is 

simply not enough local work for bio-informaticians. Time would tell whether the steps taken 

by the National Science Foundation would yield results and the field of bioinformatics would 

grow. 

 

In this issue we carry four review articles from four young bio-informaticians. They are on 

molecular biology databases
(1)

, identification of segmental duplications in the human 

genome
(2)

, genome wide haplotype analysis
(3)

, and genome wide SNP discovery
(4)

. We hope 

that these articles will spur young researchers to develop an interest in bioinformatics and 

take up bioinformatics as a career. 
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